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ZNF554 Chr19 2,818,782

A=0.1712
p=0.7469

A=-0.0478
p=1.0000

]
control PE PE+SGA control PE PE+SGA
n=2 n=1 n=4 n=3 n=1 n=2
preterm term
ZNF554 Chrl19 2,818,823
A=0.3762 A= 0.5963 A= 0.1667 A=0.3141
p=0.0298 p=0.0254 p=0.7216 p=0.6625

m

control PE PE+SGA control PE+SGA
n=5 n=7 n=5 n=6 n= 3 n=2
preterm term
ZNF554 Chrl9 2,818,868
A=0.2186 A= 0.5287 A= 0.0258 A=-0.0348
p=0.3998 p=0.0361 p=0.8951 p=0.7207
control PE PE+SGA control PE+SGA
n=5 n=7 n=5 n=6 n= 3 n=2
preterm term
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ZNF554 Chr19 2,818,789

A=0.4679 A=-0.3111
p=0.2188 p=0.6831
control PE PE+SGA control PE PE+SGA
n=2 n=1 n=4 n=3 n=1 n=2
preterm term
ZNF554 Chrl19 2,818,834
A= 0.1658 A= 0.2868 A=0.3916 A= 0.3252
p=0.4396 p=0.4407 p=0.2198 p=0.3827
control PE+SGA control PE+SGA
n=5 n= 7 n=5 n=6 n= 3 n=2
preterm term
ZNF554 Chrl9 2,818,876
A= 0.2578 A=0.4843 A=0.3711 A=-0.5000
p=0.2514 p=0.0356 p=0.4705 p=0.3241
control PE+SGA control PE+SGA
n=5 n= 7 n=5 n=6 n= 3 n=2
preterm term
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preterm
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p=0.1465

control

n=5 n= 7
preterm
A=-0.2078
p=0.4076

T

control
n=5 n= 7

preterm

ZNF554 Chr19 2,818,803

A= 0.1697
p=0.7469

A= 0.6140
p=0.2667

PE+SGA control PE PE+SGA
n=4 n=3 n=1 n=2
term
ZNF554 Chrl9 2,818,864
A=0.5198 A=0.0238 A=-0.0385
p=0.0449 p=1.0000 p=0.7150
PE+SGA control PE+SGA
n=5 n=6 n= 3 n=2
term
ZNF554 Chrl19 2,818,880
NA=-0.2416 A= 0.2614 A=-0.2949
p=0.3428 p=0.3363 p=1.0000

——

PE+SGA control PE+SGA
n=5 n=6 n:3 n=2

term
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ZNF554 Chr19 2,818,924

control PE PE+SGA control
n=1 n=0 n=0 n=0
preterm
ZNF554 Chr19 2,818,962
control PE PE+SGA control
n=1 n=0 n=0 n=0
preterm
ZNF554 Chr19 2,818,986
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PE+SGA control
n=0 n=0

ZNF554 Chr19 2,818,964

PE+SGA control
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ZNF554 Chr19 2,818,994

PE+SGA control
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A=-0.0833

p=0.6831
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n=2 n=1
term
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n=2 n=1
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A=-0.0833
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term
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ZNF554 Chr19 2,819,431

A=0
PE PE+SGA control
n=1 n=5 n=3
preterm
ZNF554 Chrl9 2,819,496
E— -
PE PE+SGA control
n=0 n=2 n=1
preterm
ZNF554 Chr19 2,819,630
A=0
PE PE+SGA control
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ZNF554 Chr19 2,819,449

A=0
PE PE+SGA control PE
n=1 n=5 n=2 n=0
pretern1 term

ZNF554 Chr19 2,819,575

PE PE+SGA control PE

n=0 n=2 n=2 n=0
pretern1 term

ZNF554 Chr19 2,819,640

A=0
PE PE+SGA control PE
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control PE PE+SGA control PE PE+SGA
n=2 n=1 n=5 n=3 n=0 n=0
pretern1 term
ZNF554 Chrl9 2,819,687
A= 1.36x10"%* A= 4.49x107% A=3.02x10"%* A= 7.69x107°
p=0.9699 p=0.7052 p=0.7163 p=0.8400
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pretern1 term
ZNF554 Chrl9 2,819,726
A=-5.11x10"%® A= 9.83x107™% A=-7.62x10"9% A= 0.0545
p=1.0000 p=0.2010 p=0.7618 p=0.7923
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control PE PE+SGA control PE PE+SGA
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ZNF554 Chr19 2,819,669

A=3.58x10"%* A= 9.25x107% A=-6.73x10" 2 A=-7.01x10"®

p=0.1649 p=0.0795 p=0.7618 p=0.2007
control PE PE+SGA control PE PE+SGA
n=14 n=14 n=14 n=18 n=7 n=7
pretern1 term

ZNF554 Chr19 2,819,699

A=-1.77x10"% A= 4.51x107%° A=-7.94x10"%3 A= 0.0551

p=0.9005 p=0.5745 p=0.0774 p=0.8398
control PE PE+SGA control PE PE+SGA
n=15 n=14 n=14 n=18 n=7 n=8
pretern1 term
ZNF554 Chrl9 2,819,737
A=—2.47x10"%* A= 0.0118 A=0.0173 A= 0.0627
p=1.0000 p=0.2229 p=0.5996 p=0.3370
_——— - o-—————— ;
control PE PE+SGA control PE PE+SGA
n=14 n=14 n=12 n=18 n=7 n=8
pretern1 term
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ZNF554 Chr19 2,819,671

A=8.29x10"%* A=5.07x107°

A=-4.41x10"% A= 3.82x10™%

p=0.2627 p=0.1741 p=0.3795 p=0.3931
control PE PE+SGA control PE PE+SGA
n=14 n=14 n=14 n=18 n=7 n=7
pretern1 term

ZNF554 Chr19 2,819,708

A= 4.73x10"%* A=5.14x107°

A=-2.09x10"%* A= 0.0624
p=0.5447 p=0.3428

B

p=0.3323 p=0.3607
control PE PE+SGA control
n=15 n=14 n=14 n=18
preterm

ZNF554 Chr19 2,819,747

A=-1.18x10"%2A=0.0118

PE PE+SGA
n=7 n=8
term

A=-1.38x10"22 A= 0.0627

p=0.0721 p=0.8046
e —
control PE PE+SGA control
n=14 n=14 n=12 n=18
preterm

p=0.2031 p=0.2410
PE PE+SGA
n=7 n=8
term
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ZNF554 Chr19 2,819,753

A=0.0119
p=0.0926

A= 0.0679
p=0.2575

—_—

A=-2.03x10"22 A= 0.0604
p=0.3395 p=0.8121

B

control PE PE+SGA control PE PE+SGA
n=14 n=14 n=12 n=18 n=7 n=8
preterm term
ZNF554 Chrl9 2,819,764
A= 4.02x107%% A= 4.45x107%3 A=-1.96x10"%4 A= 0.0624
p=0.7492 p=1.0000 p=0.5447 p=0.4969
control PE PE+SGA control PE PE+SGA
n=15 n=14 n=14 n=18 n=7 n=8
preterm term
ZNF554 Chrl19 2,819,807
A=1.11x10"%° A= 1.16x107% A=-7.54x10"%A=-1.61x10"%*
p=0.5431 p=0.5233 p=1.0000 p=0.5984
control PE PE+SGA control PE PE+SGA
n=16 n=15 n=15 n=18 n=7 n=7
preterm term
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ZNF554 Chr19 2,819,756

A=1.97x107%* A=0.0113

A=-8.76x10"%4 A= 0.0611

p=0.6505 p=0.4105 p=0.4223 p=0.7598
EEE— ;
control PE PE+SGA control PE PE+SGA
n=14 n=14 n=12 n=18 n=7 n=8
preterm term
ZNF554 Chrl19 2,819,770
A= 9.26x107%% A= 4.23x10™% A= 6.20x107%% A=0.0619
p=0.3653 p=0.2131 p=0.2273 p=0.4682
control PE PE+SGA control PE PE+SGA
n=15 n=14 n=14 n=18 n=7 n=8
preterm term
ZNF554 Chrl19 2,819,810
A=-5.20x10"2% A=-5.06x10"" A=-5.24x10"%° A=-3.15x107%*
p=0.6755 p=0.9461 p=1.0000 p=0.8677
control PE PE+SGA control PE PE+SGA
n=16 n=15 n=15 n=18 n=7 n=7
preterm term

ZNF554 Chr19 2,819,760

A=-2.45x10"%* A= 0.0123 A=-9.63x10"%* A= 0.0613
p=0.6666 p=0.2336 p=0.7247 p=0.5781
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control PE PE+SGA control PE PE+SGA
n=15 n=14 n=14 n=18 n=7 n=8
preterm term
ZNF554 Chrl19 2,819,773
A=-0.0644  A=-0.0591 A=—2.08x10"°3 A= 0.0670
p=0.5989 p=0.9639 p=0.0341 p=0.2278
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control PE PE+SGA control PE PE+SGA
n=15 n=14 n=14 n=18 n=7 n=8
preterm term
ZNF554 Chrl19 2,819,812
A= 2.35x10"%% A= 5.39x107% A=-4.29x10"%* A=-1.55x10"®
p=0.2705 p=0.7116 p=0.7247 p=0.2815
100
s
< 804
c
e
<
=, 60
=
O
-
< 40
Z
()
20
O_
control PE PE+SGA control PE PE+SGA
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preterm term



ZNF554 Chr19 2,819,817

A=-8.21x10"%* A= 9.37x107%*

A=-5.48x10"%* A= 2.53x107%°
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pretern1 term
ZNF554 Chrl19 2,819,856
A=0.0211  A=5.05x10"% A=-7.56x10"* A=-7.56x10"*
p=0.4881 p=0.7324 p=0.6625 p=0.6625
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control PE PE+SGA control PE PE+SGA
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pretern1 term
ZNF554 Chrl19 2,819,884
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p=0.3865
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ZNF554 Chr19 2,819,841

A= 5.78x10"%% A=-0.0352
p=0.9212 p=0.1381

A=0.0177
p=0.2443

A=9.06x10"%
p=0.9294

control PE PE+SGA control PE PE+SGA
n=16 n=15 n=15 n=18 n=7 n=7
preterm term
ZNF554 Chrl9 2,819,862
A=0.0117  A=-2.90x10"% A=-4.02x10"2 A=-4.02x107%
p=0.7001 p=0.8462 p=0.7728 p=0.6374
——— e
control PE PE+SGA control PE PE+SGA
n=8 n=8 n=9 n=6 n=2 n=3
preterm term
ZNF554 Chrl19 2,819,886
A=-0.0119 A=-0.0119 A=0 A=0
p=0.3914 p=0.3914
control PE PE+SGA control PE PE+SGA
n=7 n=7 n=7 n=4 n=2 n=3
preterm term
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ZNF554 Chr19 2,819,849

A=-1.49x10"% A= 1.50x10™ %3 A=0 A=0
p=0.3458 p=1.0000
control PE PE+SGA control PE PE+SGA
n=8 n=9 n=8 n=7 n=2 n=2
preterm term
ZNF554 Chrl19 2,819,870
A=-0.0208 A=-0.0208 A=0 A=0
p=0.3458 p=0.3458
E——
control PE PE+SGA control PE PE+SGA
n=8 n=9 n=9 n=6 n=3 n=3
preterm term
ZNF554 Chrl19 2,819,888
A=-0.1416 A=-0.1416 A=0 A=0
p=0.1730 p=0.1730
control PE PE+SGA control PE PE+SGA
n=7 n=7 n=7 n=4 n=2 n=3
preterm term
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ZNF554 Chr19 2,819,891

A= 0.1553 A=0 A=0 A=0
p=0.1730
control PE PE+SGA control PE PE+SGA
n=7 n=7 n=7 n=4 n=2 n=3
pretern1 term
ZNF554 Chrl19 2,819,912
A=-0.0181 A=-0.0172 A=-0.0130 A=-0.0130
p=0.0772 p=0.2718 p=0.5708 p=0.5708
i EEE—
control PE PE+SGA control PE PE+SGA
n=9 n=9 n=8 n=7 n=4 n=4
pretern1 term
ZNF554 Chrl19 2,819,936
A=0 A= 7.19x107% A=0 A=0
p=0.1693
control PE PE+SGA control PE PE+SGA
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A=0.1000  A=0
p=0.2888
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p=0.3914
control PE PE+SGA control
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A=-3.93x10"%3A=-0.0101
p=1.0000 p=0.3741
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control PE PE+SGA control
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preterm
ZNF554 Chrl19 2,819,943
A=-1.32x10"%% A= 1.33x107%
p=0.3741 p=1.0000
control PE PE+SGA control
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preterm
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term
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ZNF554 Chr19 2,819,906

A= 0.1062 A=-0.0111 A=0 A=0
p=0.5867 p=0.3428
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control PE PE+SGA control PE PE+SGA
n=9 n=9 n=10 n=7 n=4 n=5
preterm term
ZNF554 Chrl19 2,819,930
A=-1.32x10"%* A= 9.03x107°° A=0 A=0
p=0.3741 p=1.0000
control PE PE+SGA control PE PE+SGA
n=9 n=9 n=9 n=8 n=3 n=4
preterm term
ZNF554 Chrl9 2,819,947
A=0 A=0 A=0 A=0
control PE PE+SGA control PE PE+SGA
n=9 n=9 n=9 n=8 n=3 n=4
preterm term



ZNF554 Chr19 2,819,952

A=-1.32x10""* A= 9.64x107°3 A=0 A=0
p=0.3741 p=0.4968
100
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c
e
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20
O_
control PE PE+SGA control PE PE+SGA
n=9 n=9 n=9 n=8 n=3 n=4
preterm term
ZNF554 Chrl9 2,819,967
A=-0.0188 A=-0.0186 A=0 A=0
p=0.1976 p=0.4968
100
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c
e
<
=, 60
=
O
-
< 40
Z
()
20
0- E—
control PE PE+SGA control PE PE+SGA
n=9 n=8 n=9 n=8 n=3 n=4
preterm term
ZNF554 Chrl19 2,819,993
A=-1.74x10"" A= 7.61x10™® A=-4.08x10""° A= 5.48x10™®
p=0.2967  p=0.5407 p=0.2338  p=0.9657
100
Q?
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c
e
<
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=
O
-
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control PE PE+SGA control PE PE+SGA
n=18 n=18 n=19 n=19 n=9 n=8
preterm term
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ZNF554 Chr19 2,819,956

A=-0.0185 A=-0.0179 A=0 A=0
p=0.3741 p=1.0000
e —
control PE PE+SGA control PE PE+SGA
n=9 n=9 n=9 n=8 n=2 n=4
preterm term
ZNF554 Chrl19 2,819,971
A=-0.0200 A=0.0180 A=-0.0156 A=-0.0156
p=0.1693 p=0.7374 p=0.6831 p=0.5959
e —— lli;I;;ll —
control PE PE+SGA control PE PE+SGA
n=9 n=9 n=9 n=8 n=3 n=4
preterm term
ZNF554 Chrl19 2,820,005
A=-4.55x10"%%A=-1.83x107%* A= 3.60x107%* A= 3.11x10™%
p=0.6207 p=0.4456 p=0.4149 p=0.7599
control PE PE+SGA control PE PE+SGA
n=16 n=16 n=19 n=18 n=8 n=7
preterm term

ZNF554 Chr19 2,819,959

A=-1.31x10"%%A= 2.13x107% A=0 A=0
p=0.3741 p=1.0000
100
s
< 80
c
e
<
=, 60
=
O
-
< 40
Z
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20
O_
control PE PE+SGA control PE PE+SGA
n=9 n=9 n=9 n=8 n=3 n=4
preterm term
ZNF554 Chrl19 2,819,980
A=0.0236 A= 0.0237 A=-7.25x10""% A=-8.14x107%
p=0.5063 p=0.9274 p=0.5713 p=0.3332
100
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< 804
c
e
<
=, 60
=
O
-
< 40
Z
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20
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control PE PE+SGA control PE PE+SGA
n=18 n=18 n=19 n=19 n=9 n=8
preterm term
ZNF554 Chrl19 2,820,009
A= 6.64x10"%° A=5.21x10"% A=-2.16x10""° A=-4.17x10"%
p=0.7349 p=0.5463 p=0.5781 p=0.2280
100
s
< 804
c
e
<
=, 60
=
O
-
< 40
Z
()
20
O_
control PE PE+SGA control PE PE+SGA
n=16 n=16 n=19 n=18 n=8 n=7
preterm term



ZNF554 Chr19 2,820,018

A=-0.0103 A=-0.0111 A=-0.0580 A=-0.0584
p=0.3388 p=0.6437 p=0.7684 p=0.7982
100
<
< 80
c
e
<
=, 60
=
O
-
< 40
Z
()
20
0- ;
control PE PE+SGA control PE PE+SGA
n=16 n=16 n=19 n=18 n=8 n=7
preterm term
ZNF554 Chrl19 2,820,034
A=-1.08x10"° A=-6.78x10" A=-0.0549  A=-0.0349
p=0.2940 p=0.6050 p=0.2522 p=0.8785
100
s
< 804
c
e
<
=, 60
=
O
-
< 40
Z
()
20
0- ; —T—
control PE PE+SGA control PE PE+SGA
n=16 n=16 n=19 n=18 n=8 n=7
preterm term
ZNF554 Chrl19 2,820,060
A= 4.38x10°%* A= 2.45x107%3 A= 1.71x10"%* A=-9.34x107%
p=0.2701 p=0.1942 p=0.9184 p=0.2010
100
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c
e
<
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=
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Z
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20
O_
control PE PE+SGA control PE PE+SGA
n=17 n=17 n=19 n=18 n=7 n=7

preterm term
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ZNF554 Chr19 2,820,023

A= 4.97x10"%* A=8.99x107%* A= 7.25x107°% A=0.1343

p=0.5844 p=0.1168 p=0.4022 p=0.9740
e —
control PE PE+SGA control PE PE+SGA
n=16 n=16 n=19 n=18 n=8 n=7
preterm term

ZNF554 Chr19 2,820,050

A=-5.78x10"%* A= 0.0276 A= 2.27x107%* A= 9.60x10™%

p=0.1136 p=0.9718 p=0.4552 p=0.5996
I
control PE PE+SGA control PE PE+SGA
n=17 n=17 n=19 n=18 n=8 n=7
preterm term

ZNF554 Chr19 2,820,062

A=1.38x10"% A=3.17x107%° A=1.12x10"% A= 2.07x107%

p=0.5378 p=0.0922 p=0.2683 p=0.0852
control PE PE+SGA control PE PE+SGA
n=16 n=15 n=13 n=16 n=7 n=5
preterm term
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ZNF554 Chr19 2,820,029

A=-1.59x10"°* A= 0.0129

A=-1.98x10"2%A=-1.98x107°

p=0.9216 p=0.2701 p=0.1154 p=0.1410
PR ———
control PE PE+SGA control PE PE+SGA
n=16 n=16 n=19 n=18 n=8 n=7
preterm term
ZNF554 Chrl19 2,820,058
A= 7.32x10"% A=-6.07x107%* A= 1.69x107% A=-9.22x107%
p=1.0000 p=0.1308 p=0.7856 p=0.6570
e —— -
control PE PE+SGA control PE PE+SGA
n=17 n=17 n=19 n=18 n=8 n=7
preterm term
ZNF554 Chrl19 2,820,067
A= 1.05x107%% A= 4.19x10™% A=-4.40x10"2% A=-3.88x107*°
p=0.1503 p=0.0163 p=0.8057 p=0.7679
control PE PE+SGA control PE PE+SGA
n=16 n=15 n=12 n=16 n=7 n=5
preterm term
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ZNF554 Chr19 2,820,080

A=1.36x10"% A= 1.78x107%*

A=-6.67x10"%* A=-4.74x107%*

p=0.9552 p=0.8324 p=0.3905 p=1.0000
control PE PE+SGA control PE PE+SGA
n=10 n=8 n=8 n=9 n=4 n=4
pretern1 term

ZNF554 Chr19 2,820,098

A=1.92x107%* A= 0.0687

A=-2.96x10"%* A=-1.07x10"°°

p=0.8774 p=0.5540 p=0.7962 p=0.0945
control PE PE+SGA control PE PE+SGA
n=16 n=15 n=12 n=16 n=7 n=5

pretern1 term

ZNF554 Chrl19 2,820,109

A=-8.02x10"23 A= 0.0442 A=1.12x10"%* A= 1.63x10™%

p=0.0760 p=0.4176 p=0.9188 p=1.0000
control PE PE+SGA control PE PE+SGA
n=17 n=17 n=19 n=18 n=8 n=7

pretern1 term

p=0.8876
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control PE
n=11 n=10
preterm
p=0.3785
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O_
control PE
n=16 n=15
preterm
p=0.7700
100
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c
e
<
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Z
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20
O_
control PE
n=17 n=17
preterm

ZNF554 Chr19 2,820,093

A=-6.79x107 %6 A= 0.0841

A= 2.36x10"%* A=-3.33x107%*

p=0.2767 p=0.2126 p=0.8063
PE+SGA control PE PE+SGA
n=10 n=14 n=6 n=4

ZNF554 Chr19 2,820,100

A=5.21x10"%* A= 0.0694

term

A=-9.52x10"%° A=-2.45x107%*

p=0.7488 p=0.6254 p=0.6882
PE+SGA control PE PE+SGA
n=12 n=16 n=7 n=5

ZNF554 Chr19 2,820,121

A=-5.67x10"%¢ A= 0.0435

p=0.4286

—

PE+SGA
n=19

control
n=18

term

A= 4.61x10"% A=-1.91x107%°

p=0.3080 p=0.0667
PE PE+SGA
n=8 n=7
term
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ZNF554 Chr19 2,820,096

A=-7.58x10"%¢ A= 0.0692

A=-8.75x10"%* A=-1.20x107°°

p=0.7116 p=0.9777 p=0.1468 p=0.0732
control PE PE+SGA control PE PE+SGA
n=16 n=15 n=12 n=16 n=7 n=5
pretern1 term
ZNF554 Chrl19 2,820,102
A= 7.57x107%¢ A= 0.0646 A=-1.11x10"2A=-5.47x107%
p=0.8085 p=0.2107 p=0.0754 p=0.5810
control PE PE+SGA control PE PE+SGA
n=16 n=15 n=13 n=16 n=7 n=5
pretern1 term
ZNF554 Chrl19 2,820,130
A= 3.98x1079% A= 0.0460 A=-2.05x10"% A=-4.77x107%
p=0.1302 p=0.8643 p=0.7477 p=0.4607
control PE PE+SGA control PE PE+SGA
n=16 n=16 n=18 n=18 n=8 n=7
pretern1 term
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ZNF554 Chr19 2,820,133

A=-3.48x10"%4 A= 0.0433

control
n=16
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p=0.4331 p=0.1925
; e —
PE PE+SGA control
n=16 n=19 n=18
preterm

ZNF554 Chr19 2,820,145

A= 2.94x107%% A= 0.0441

A= 0.1439 A=-0.0112
p=0.3494 p=0.5487
PE+SGA
n=7

term

A=5.14x10"% A= 2.16x107%

control
n=16
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p=0.8235 p=1.0000 p=0.6286 p=0.8880
PE PE+SGA control PE PE+SGA
n=16 n=19 n=18 n=8 n=7
preterm term

ZNF554 Chr19 2,820,159

A=-4.41x10"%° A= 0.0441

A= 6.04x10"%° A=-550x10"*

control
n=16

p=0.9802 p=0.9485 p=0.1151 p=0.4679
PE PE+SGA control PE PE+SGA
n=16 n=19 n=18 n=8 n=7

preterm

term
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ZNF554 Chr19 2,820,140

A= 1.71x107%* A= 0.0440

A=-3.07x10"° A=-1.46x10"*

p=0.8545 p=0.8406 p=0.9150 p=0.4924
control PE PE+SGA control PE PE+SGA
n=16 n=16 n=19 n=18 n=8 n=7
pretern1 term
ZNF554 Chrl9 2,820,147
A=-3.03x10"22 A= 0.0400 A=-1.65x10"2A=-2.15x10""
p=0.8680 p=0.2036 p=0.6880 p=0.7782
control PE PE+SGA control PE PE+SGA
n=16 n=16 n=19 n=18 n=8 n=7
pretern1 term
ZNF554 Chrl19 2,820,168
A=-2.26x10"22 A= 0.0486 A=5.72x10"%° A= 4.26x10™%
p=0.2209 p=0.5929 p=0.9494 p=0.6083
control PE PE+SGA control PE PE+SGA
n=16 n=16 n=19 n=18 n=8 n=7
pretern1 term

ZNF554 Chr19 2,820,142

A=-0.0398  A=3.55x107°3 A=-1.06x10" A=-6.98x10"®
p=0.3337 p=0.0845 p=0.7036 p=0.6570
100
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c
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O
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o)  — ——
control PE PE+SGA control PE PE+SGA
n=16 n=16 n=19 n=18 n=8 n=7
pretern1 term
ZNF554 Chrl9 2,820,154
A= 4.27x107%* A=0.0510 A=0.0102  A=-2.31x10"%
p=0.1756 p=0.6047 p=0.7190 p=0.5160
100
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N — —
control PE PE+SGA control PE PE+SGA
n=16 n=16 n=19 n=18 n=8 n=7
pretern1 term
ZNF554 Chrl19 2,820,194
A=-8.78x10%* A=-6.92x10% A=3.23x10"% A= 1.10x107%
p=0.7212 p=0.3010 p=8.53x10"" p=0.1567
100
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e
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=
O
-
< 40
Z
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20
O_
control PE PE+SGA control PE PE+SGA
n=20 n=19 n=16 n=20 n=9 n=9
pretern1 term
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ZNF554 Chr19 2,820,200

A=5.96x10"% A=-1.40x10"%*

A=-8.17x10" A=-7.10x107°

p=0.5458 p=0.1944 p=0.1446 p=0.7962
control PE PE+SGA control PE PE+SGA
n=20 n=19 n=16 n=20 n=9 n=9
pretern1 term
ZNF554 Chrl9 2,820,226
A=-1.14x10"%% A= 8.28x10™% A=8.53x10"%% A=-1.89x107%*
p=0.6913 p=0.9244 p=0.3111 p=0.8241
e —— _—
control PE PE+SGA control PE PE+SGA
n=20 n=20 n=18 n=20 n=9 n=9
pretern1 term
ZNF554 Chrl19 2,820,256
A= 3.75x107%* A= 5.63x10™% A= 9.35x107%% A=-1.38x107%*
p=0.1262 p=0.0322 p=0.4825 p=0.7871
control PE PE+SGA control PE PE+SGA
n=20 n=20 n=19 n=20 n=9 n=9

preterm
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ZNF554 Chr19 2,820,208

A=-0.0135  A=-6.20x10"" A= 6.74x107%% A= 0.1095
p=0.5592 p=0.3837 p=0.3743 p=0.4022
EEE— -
control PE PE+SGA control PE PE+SGA
n=20 n=19 n=16 n=20 n=9 n=9
pretern1 term
ZNF554 Chrl19 2,820,240
A= 1.09x107%* A= 7.63x10™% A= 3.49x107%* A= 2.16x10™%
p=0.8961 p=0.2550 p=0.2247 p=0.8951
control PE PE+SGA control PE PE+SGA
n=20 n=20 n=20 n=20 n=9 n=9
pretern1 term
ZNF554 Chrl9 2,820,264
A=-0.0130  A=-0.0130 A=-7.13x10"% A=-1.82x10""
p=0.8617 p=1.0000 p=0.6110 p=0.3307
— ———— s
control PE PE+SGA control PE PE+SGA
n=20 n=20 n=18 n=20 n=9 n=9
pretern1 term

A= 0.0175
p=0.1534
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control PE
n=20 n=19
preterm
A= 0.0216
p=0.1823
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control PE
n=20 n=20
preterm
p=0.8267
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control PE
n=20 n=19
preterm

ZNF554 Chrl9 2,820,224

A=-8.80x10"% A=1.65x10"% A=-2.83x107%*

p=0.3555 p=0.2502 p=0.7536

PE+SGA control PE PE+SGA
n=16 n=20 n=9 n=9

ZNF554 Chr19 2,820,249

term

A=-4.95x10"% A= 4.19x107%* A= 3.28x107%°

p=0.4989 p=0.2796 p=0.8289

PE+SGA control PE PE+SGA
n=20 n=20 n=9 n=9

ZNF554 Chr19 2,820,279

A=1.94x107%% A=0.0125

term

A=-7.46x10"%* A=-8.57x10"°*

p=0.4898 p=0.7204 p=0.8299
e
PE+SGA control PE PE+SGA
n=16 n=20 n=9 n=9

term



ZNF554 Chr19 2,820,293

A=-1.93x10"%*A=-6.53x10"%* A=9.34x10"% A= 2.509x107%
p=0.6119 p=0.8750 p=0.5798 p=0.8926
100
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control PE PE+SGA control PE PE+SGA
n=20 n=19 n=16 n=20 n=9 n=9

preterm term



